The ultimate goal of the Human Genome Project is to understand the biology and underlying physiology of human health and disease. Functional genomics has become one of the major focuses in molecular biology in this post-genomics era. It is no longer difficult to initiate DNA variant screening at a genome scale by using massive parallel sequencing technologies. However, it remains a challenge to decode and understand hundreds, indeed thousands, of identified variants. Also, what constitutes a gene has been dramatically expanded by the discovery of widespread transcription beyond the protein coding unit. Therefore, we need more sophisticated tools to assist us in the identification of the functionality of undefined genes and the correlation of DNA variants with a particular phenotype.
